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SEQUENCE LISTING 

<110> Eli hilly and Com>any 
<120> Protein C polypeptide 
<130> protein C truncated heavy chain 

<140> X12279 
<141> 1999-06-02 

<160> 2 

<170,> Patentln Ver. 2.0 

<210> 1 
<211> 1244 
<212> DHA 

<213> Artificial Sequence 

<2«> Description of Artificial Sequence : recombinant 
human protein C truncated at C- terminus 

Tri r4= =: =s =s= === £; 

atctgtgact ******* tqa ccagtac ttggtcttgc ccttggagca cccgtgcgcc X80 
tggtccaagc acgtcgacgg aacaacatcg gcagcttcag ctgcgactgc 240 

agcctgtgct gcgggcacgg create ga^at^ g^g^S ^ 

sss i= sis * = r ™ — : 

gcgcc.ggct a = g ggaegacctc c^gtc accccgcagt gaagt^ ^ 
tgtgggaggc cctggaagcg ^ggagaag agatgacca g geggggagae 540 

gaccaagaag accaagtaga tccgcggctc a "9 a ^» tLectacgg ggoagtgctc 600 
agcccctggc aggtggtcct gctggactca "gaagaagc .LgScctt 660 

atccacccct cetgggtgct gacagcggcc cactgeatgg *9**°"" cctggacatc 720 

aaggaggtct tcgtccaccc cagaccatag tgcccatctg cctcccggac 840 

ccgcacctgg cccagcccgc agaccctcgt gaegggctgg 900 

ageggecttg cagagegega ^caatcag g ^ ccttcgt cctcaaettc 960 

ggctaccaca geagecgaga gaaggaggee tcataaocaa catggtqtct 1020 

ftcaagattc ccgtggtccc gcacaatgag tgeagegagg c gg ^ ^ 

g agaacatgc = gg |M« JJJJJJ tggtgggcct ggtgagctgg 1X40 

S5S sg^eaca ccaaagtcag ccgctacctc X2 

ga^ggatcc atgggcacat cagagacaag gaagcccccc agaag 



<210> 2 
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<211> 415 
<212> PBT 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: recombinant 
human protein C amino acid sequence with 
C- terminus truncation 

Ala°Asn Ser Phe Leu Glu Glu Leu Arg His Ser Ser Leu Glu Arg Glu 
1 5 10 

Cvs lie Glu Glu He Cys Asp Phe Glu Glu Ala Lys Glu He Phe Gin 
20 25 30 

Asn Val Asp Asp Thr Leu Ala Phe Trp Ser Lys His Val Asp Gly Asp 
35 «<> 45 



Glh Cys Leu 
50 



Val Leu Pro Leu Glu His Pro Cys Ala Ser Leu Cys Cys 



55 6° 



Gly His Gly Thr Cys lie Asp Gly He Gly Ser Phe Ser Cys Asp Cys 
« " 75 

Arg ser Gly Trp Glu Gly Arg Phe Cys Gin Arg Glu Val Ser Phe Leu 
85 90 95 

Asn Cys Ser Leu Asp Asn Gly Gly Cys Thr His Tyr Cys Leu Glu Glu 



100 



105 no 



val Gly Trp Arg Arg Cys Ser Cys Ala Pro Gly Tyr Lys Leu Gly Asp 



115 



120 I 25 



Asp Leu 
130 



Leu Gin Cys His Pro Ala Val Lys Phe Pro Cys Gly Arg Pro 



135 1*0 



Trp Vys Arg Met Glu Lys Lys Arg Ser His Leu Lys Arg Asp Thr Glu 



145 150 



Asp Gin Glu Asp Gin Val Asp Pro Arg Leu He Asp Gly Lys Met Thr 
165 I' 0 175 

Arg Arg Gly Asp Ser Pro Trp Gin Val Val Leu Leu Asp Ser Lys Lys 
160 185 

Ly8 Leu Ala Cys Gly Ala Val Leu lie His Pro Ser Trp Val Leu Thr 



155 200 205 
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Ala Ala His Cys Met Asp Glu Ser Lys Lys Leu Leu Val Arg Leu Gly 

210 215 220 

Glu Tyr Asp Leu Arg Arg Trp Glu Lys Trp Glu Leu Asp Leu Asp lie 

Lys G1U Val Phe Val His Pro Asn Tyr Ser Lys Ser Thr Thr Asp Asn 



225 230 235 



245 250 



Asd He Ala Leu Leu His Leu Ala Gin Pro Ala Thr Leu Ser Gin Thr 
260 265 270 

Val Pro He Cys Leu Pro Asp Ser Gly Leu Ala Glu Arg Glu Leu 



He 

275 



280 285 



Asn Gin Ala Gly Gin Glu Thr Leu Val Thr Gly Trp Gly Tyr His Ser 

295 300 



290 

Asn Arg Thr Phe Val Leu Asn Phe 

~3 — *~ 

305 



Ser Arg Glu Lys Glu Ala Lys Arg 

310 315 320 



He Lys He Pro Val Val Pro His Asn Glu Cys Ser Glu Val Met Ser 
325 330 335 

Asn Met Val Ser Glu Asn Met Leu Cys Ala Gly He Leu Gly Asp Arg 



340 



345 



350 



Gin Asp Ala Cys Glu Gly Asp Ser Gly Gly Pro Met Val Ala Ser Phe 
355 36° 365 



His Gly Thr Trp Phe Leu Val Gly Leu Val Ser Trp Gly Glu Gly Cys 
370 375 ' 380 

Gly Leu Leu His Ash Tyr Gly Val Tyr Thr Lys Val Ser Arg Tyr Leu 

390 395 400 

Asp Trp He His Gly His He Arg Asp Lys Glu Ala Pro Gin Lys 



405 "0 415 



3 



